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These review sheets are

from taking Biochem +omens
at University ,

so some info is

out of scope for the MCAT. With

that said
,
the sheets are mostly

general info + hold many
relevant concepts . I hope

they help !
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needed for nucleotide synthesis

Ribose phosphate AMP

Ribose diphosphokinase )
purine synthesis pyrimidine synthesis 5-phosphate

→_ PRPP
TAMP

- to steps to intermediate -6 steps to intermediate

→ more energetically → less energetically
expensive ( > ATP equiv) expensive ( 4 ATP equiv)

Chow many phospho
- e- transport chain

- needs PRPP anhydride bonds deemed?
- needs pfzpp provides e- for

- 1st ring is built , then reduction
- uses PRPPM

scaffold
added onto ppzpp

Ribonucleotide

Ribonucleotide Reductase deoxy ribonucleotide
- major intermediate

:/ MP
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-
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*

*

HZOTATP ADP 1- Pi

synÉePtase✓
-

/

G1vtamine)
Glutamate

PURINE REGULATION Cofactors :
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stabilized by non covalent DNA helix wraps around histone

Interactions Histones condense

condensed fibers supercoil into chromatin1. H - bonds
GC stronger than AT stored in chromosome

btwn base pairs ✓ blc IT orbital overlap * f) DNA backbone has favorable association w/
2. Stacking interactions (t) a. a. Lys + Arg in Histones

btwn adjacent pairs on each strand

3. Hydrophobic effects BASE PAIRING
favorable

, places bases on interior

RNA A=V 0=-6

4. Charge - charge interactions DNA A=T CIG
f) phosphate backbone stabilized by (f) Mg

"

more H -bonds btwn CTG
or cationic proteins w/ Lys + Arg side chains

4 # base pairs M stacking strength DNA melting curve

A # It bonds P
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E req .

to denature

c- G > A -T J
is sigmoid b/c cooperativity
like a zipper - more likely to dissociate
into separate strands as more strands

separate ( t stacking int. + H bonds
T separation of strands)NUCLEIC ACID HYDROLYSIS

RNA more reactive than DNA blc have hydroxyl group on 2C
↳ can undergo alkaline hydrolysis ,

DNA needs Ttemp + nucleases

Nucleases - cleave DNA @ palindromic sequences
exo - cleaves ends

endo - cleaves w/ in sequence

DNI RNI
deoxyribose ← sugar

→ ribose

double-stranded← form→ single
stranded

tomato
RNA helix (B ,

A it) folds
, loops ,

twists ,
hairpins (pairing )

I

RNA template , storage
← roles → protein template , regulation

*more reactive←
good ble signal

needs to

be degraded* more stable

← location - can traverse out of nucleus

stays in nucleus

Yes :w1 histones + ← archived? → No

chromatin formation

A-T G - u ← Bases
→ A- U G - C
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good
luck ,

everyone
.


